Table S9- Cellular compartment enrichment analysis for genes harboring newly inserted Alu sequences.

	Human (1174 genes) 

	GO
	Term
	No. of genes
	Fisher Pv
	Benjamini Pv

	30054
	Cell junction
	63
	1.32E-08
	1.14E-05

	45202
	Synapse
	43
	3.04E-08
	1.32E-05

	5737
	Cytoplasm
	548
	4.90E-08
	1.42E-05

	44456
	Synapse part
	28
	4.80E-07
	1.04E-04

	44464
	Cell part
	1140
	3.03E-05
	0.005

	5623
	Cell
	1140
	3.15E-05
	0.005

	44459
	Plasma membrane part
	197
	4.21E-05
	0.005

	
	
	
	
	

	Chimpanzee (392 genes)

	45202
	Synapse
	19
	1.48E-05
	0.013

	44456
	Synapse part
	14
	1.53E-05
	0.007

	45211
	Postsynaptic membrane
	13
	2.67E-05
	0.008

	43005
	Neuron projection
	12
	5.09E-05
	0.011


Cellular compartment enrichment analysis using the David bioinformatics database for human and chimpanzee genes containing new Alu insertions (P-values calculated by Fisher's exact method are not corrected for multiple testing. Results shown have a FDR < 0.05, by Benjamini-Hochberg method)
