Table S5- Primer list.

	Name of primer
	Sequence (5' to 3')
	Assay

	H/C_RAB27A_LP
	GCCTCCCTCGCGCCATCAGCATCTCCATGAGGTATTTGTGG
	454

	H/C_RAB27A_RP
	GCCTTGCCAGCCCGCTCAGGCAGTTGGTACAAGAATCAGAAGA
	

	R_RAB27A_LP
	GCCTCCCTCGCGCCATCAGGCAATTATTACGGTTCAACTTCAT
	

	R_RAB27A_RP
	GCCTTGCCAGCCCGCTCAGGGAATTAAAGGTGCAGTTGGT
	

	H/C/R_PIGO_LP
	GCCTCCCTCGCGCCATCAGTTCACTGCTGTGGTAGGTAGCTAAGG
	

	H/C/R_PIGO_RP
	GCCTTGCCAGCCCGCTCAGGGCCAAGGTGGAAGGATCG
	

	H_MATR3_F2
	GGCTCAACCACTATTCTCTACATGA
	Direct sequence

	H_MATR3_R2
	TTGGCCATGACAGCTTCTTA
	

	R_ MATR3_F1
	TTGGCCATGACAGCTTCTTA
	

	R_ MATR3_R1
	AAATGGAATGTTTAAAGAATTTAGGA
	

	H_ RABL5_F1
	GATGGCTGGGCAGTCTTTTA
	

	H_ RABL5_R1
	CTGTGTCCCAGAGTGTCCAA
	

	R_ RABL5_F1
	GAATGCCAACAGCAACAAAA
	

	R_ RABL5_R1
	GTCCACAAGAGTGCCCAACT
	

	C_RABL5_L
	GTGATGGTTGGGCAGTCTTT
	

	C_RABL5_R
	TGAGGTGAGCCCTGACAAAT
	

	H_SLC16A6_L
	ACTCCTTCCTCCACGTCTTG
	

	H_SLC16A6_R
	TTCCTGCACTGACTTTGCAT
	

	C/R_SLC16A6_L
	TCCACATCTTGCACATGGAG
	

	C/R_SLC16A6_R
	TTCCTGCACTGACTTTGCAT
	

	H/C_ RAB11-FIP4 _L
	CCCTCTGTGTCCTGTGTGTG
	

	H/C_ RAB11-FIP4 _R
	TGACCACGCAAAACTTTCCT
	

	R_ RAB11-FIP4 _L
	TGGGGTTTACTGCATTAGCA
	

	R_ RAB11-FIP4 _R
	CCATGCAAAACTTTCCTGGT
	

	H/C_ MGC29891_L
	CAGACAATCAAAAATTTCTTCTCAGT
	

	H/C_ MGC29891_R
	GTCCATTTCCAAAGGAGCAG
	

	R_ MGC29891_L
	CAGACACACAATGGATGCATATC
	

	R_ MGC29891_R
	CATTTCCAAAGGAGCAGGAA
	

	H_NUP50_L
	GAG CGG TCA CAA AAA TAG GG
	

	H_NUP50_R
	TTT GCC ACT CTG CCT TCA TA
	

	C_NUP50_L
	TTG AGC GGT CAC AAA AAT AGG
	

	C_NUP50_R
	TTT ATG CCA CTC TGC CTT CA\
	

	R_NUP50_L
	TTC TTG AGC TGT CAC AAA AAT AGG
	

	R_NUP50_R
	TGA CTG TAT CTC CCC CTC CA
	

	H/C_RAB27A_F2
	CATCTCCATGAGGTATTTGTGG
	

	H/C_RAB27A_R2
	GCAGTTGGTACAAGAATCAGAAGA
	

	R_RAB27A_F1
	GCAATTATTACGGTTCAACTTCAT
	

	R_RAB27A_R1
	GGAATTAAAGGTGCAGTTGGT
	

	H/C/R_PIGO_F1
	TTCACTGCTGTGGTAGGTAGCTAAGG
	

	H/C/R_PIGO_R1
	GGCCAAGGTGGAAGGATCG
	

	RQ_ADAR1_F
	TGGGCCACGGAATGAATT
	Real-Time PCR

	RQ_ADAR1_R
	CGGTAACGGAAGGAGCAGAG
	

	RQ_U6_F
	CTCGCTTCGGCAGCACA
	

	RQ_U6_R
	AACGCTTCACGAATTTGCGT
	

	RQ_ADAR2_F
	TCCCAGTGAGGGTCTTCAGC
	

	RQ_ADAR2_R
	ACAGCGTCAGCTAAAACCTGC
	

	RQ_ADAR3_F
	GGAGGTCCAAGCGGAAAGAT
	

	RQ_ADAR3_R
	GAGCGAGGAAGGTTGACAATATG
	

	RQ_GAPDH_F
	ACGGATTTGGTCGTATTGGG
	

	RQ_GAPDH_R
	GGCAACAATATCCACTTTACCAGA
	


